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Ž . .Bezançon, N. 100 469

Nucleus
Ž Ž .Chromatin; Gene expression; Eukaryotic Felsenfeld, G. 100

.607

Oligopeptides
Tripeptides; Model compounds; Additivity schemes; Unfolded

Ž Ž . .proteins; Volume; Heat capacity Hedwig, G.R. 100 239

Peptide fragment
�-Sheet; �-Turn; Diffusion�collision; Conserved interaction;

ŽIntracellular lipid-binding proteins; Protein folding Rotondi,
Ž . .K.S. 100 421

Peptide hydration
Protein hydration; Molecular dynamics; Hydrophobic effect;

Ž Ž . .Water structure; Solvation Beck, D.A.C. 100 221

Perrin relaxation times
Serum albumin; Fatty acid complex; Stop�flow kinetics; Di-



Subject Index to Volume 100632

Želectric properties; Rotary Brownian motion Oncley, J.L.
Ž . .100 151

Photolabile precursors
Prevention of cocaine inhibition; Neurotransmitter receptors;
Transient kinetic investigations of membrane-bound proteins;

Ž Ž . .Caged neurotransmitters Hess, G.P. 100 493

Physical
Ž Ž . .Selectivity; Saturation; Density Eisenberg, B. 100 507

Physical biochemistry
Protein chemistry; Approach to science; Teaching; History;

Ž Ž . .Edsall Gurd, F.R.N. 100 49

Physical–chemical features
ŽNon-detergent sulfobetaines; Protein-folding helpers Expert-
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